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1. Overview of the “Eight Adults” RNASeq Samples

2. edgeR evaluation of DE genes by Weight class

3. qValue FDR computation

4. Saving and Visualizing normalized logcpm

5. Principal Variance Components Analysis (PVCA)

6. Surrogate Variable Analysis (SVA)

7. Supervised Normalization of Microarrays (SNM)

Steps in the R Normalization Tutorial
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Overview of the “Eight Adults” RNASeq Samples

The dataset consists of 32 RNASeq samples each with 1M to 3M reads

There are: 2 Obese African American Women (AFO1 and AFO2)

2 Normal Weight African American Women (AFL1 and AFL2)

2 Obese European American Women (EFO1 and EFO2)

2 Normal Weight European American Women (EFL1 and EFL2)

Each Woman was a healthy adult volunteer sampled at 4 ~12-month intervals

Multi-Dimensional Scaling of the Dataset
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Raw vs Normalized log2CPM

Raw vs Normalized Boxplots



Module 15, Lecture 5 7/24/2018

Greg Gibson 4

Raw vs SVA adjusted vs COMBAT ethnicity adjusted qvalues

qValue Plots
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Plots of Variance and Fold Change against Intensity

Effect of Negative Binomial Adjustment
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Weighted Principal Variance Components Analysis

ANOVA of Surrogate Variables
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SNM Iterations 1 and 5

Comparison of SNM/SAS vs edgeR for Weight

edgeR

SNM


