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WHY SINGLE CELLS?



TYPICAL WORKFLOW



TECHNOLOGY HAS PROGRESSED 
RAPIDLY
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What is the source of cells?

• Blood, primary tissue, cell lines, preserved 
tissue?

• How much starting material is there?

• Human/non-human

• The critical point is getting single cells 

• and keeping them that way

• Complete dissociation is required
• Cell Strainers

• FACS
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• How big are they?

• How sensitive are they?

• Handling (e.g. pipetting force)

• Enzymatic dissociation (timing and harshness)

• FACS pressure/nozzle gauge

• Post-dissociation viability?

• Will they lyse in the reaction buffer?

• Are they sticky/liable to clump?
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Microfluidic systems 

Barcodes
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How deep should I sequence? Costs
Per 10,000 reads* per cell

NextSeq 5-10 cents
HighSeq2500 10-15 cents
NovaSeq S2 3-5 cents
NovaSeq S4 2-4 cents

* With 3’ scRNA-seq
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https://github.com/LuyiTian/scPipe
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ascend::a flexible integrated software package for single 
cell analysis

https://github.com/IMB-Computational-Genomics-Lab/ascend



SINGLE CELL MEETS POPULATION 
GENETICS
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Call SNPs from the 3’ reads
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THANK YOU

• Email me: j.powell@garvan.org.au

• Twitter: @JP_Garvan


